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restricted to the invention first mentioned in the claims; it Is covered by claims Nos.: 

1-16, 24-28 (all partially), 17, 29 (completely) 



Remark on Protest 



I [ T^e additional search fees were accompanied by the applicant's protest. 
[~[ No protest accompanied the payment of additional search fees. 



Form PCT/ISA/210 (continuation of first sheet (1)) (July 1998) 



Internationat Application No. PCT/BE 01 /0D053 



FURTHER INFORMATION CONTINU ED FROM POT/ISA/ 2 1 G 



This International Searching Authority found multiple (groups of) 
inventions in this international application, as follows: 

1. Clairns: 1-16, 24-28 (all partially), 17,29 (completely) 

Diagnostic kit and method for the identification and/or 
quantification of a biological (micro) organism or part of 
It (possibly present in a biological sample) by a detection 
of Its nucleotide sequence among at least 4 other homologous 
sequences and comprising the steps of : 
-possibly extracting original nucleotide sequences (1) from 
the (micro) organism ; 

-amplifying or copying with a unique pair of primer{s), at 
least part of original nucleotide sequences (1) into target 
nucleotide sequences (2) to be detected ; 
-possibly labelling said target nucleotide sequences 
-putting into contact the labelled target nucleotide 
sequences (2) with single stranded capture nucleotide 
sequences (3) bound by a single predetermined link to an 
insoluble solid support (4), preferably a non porous solid 
support, 

-discriminating the binding of a target nucleotide sequence 
(2) specific of an organism or part of it by detecting, 
quantifying and/or recording a signal resulting from a 
hybridization by complementary base pairing between the 
target nucleotide sequence (2) and its corresponding capture 
nucleotide sequence (3), wherein said capture nucleotide 
sequence (3) being bound to the insoluble solid support (4) 
at a determined location according to an array, said array 
having a density of at least 4 different bound single 
stranded capture nucleotide sequences/cm2 of solid support 
surface and wherein the binding between the target 
nucleotide sequence and its corresponding capture nucleotide 
sequence forms (will result in) said signal at determined 
location, the detection of a single signal allowing a 
discrimination and identification of the target nucleotide 
sequence specific of an organism or part of it from 
homologous nucleotide sequences wherein the solid support 
bears capture nucleotide sequences specific for the 
identification of two or more Staphylococcus species 
together with a consensus sequence for a Staphylococcus 
genus identification. 

2. Claims: 1-16, 24-28 (all partially), 18,30 (completely) 

Diagnpstic kit and method for the identification and/or 
quantification of a biological (micro) organism or part of 
It (possibly present in a biological sample) by a detection 
of Its nucleotide sequence among at least 4 other homologous 
sequences and comprising the steps of : 
-possibly extracting original nucleotide sequences (1) from 
the (micro) organism ; 

-amplifying or copying with a unique pair of primer (s), at 
least part of original nucleotide sequences (1) into target 
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nucleotide sequences (2) to be detected ; 

-possibly labelling said target nucleotide sequences (2) ; 

-putting into contact the labelled target nucleotide 

sequences f2) with single stranded capture nucleotide 

sequences (3) bound by a single predetenni ned link to an 

insoluble solid support (4)» preferably a non porous solid 

support, 

-discriminating the binding of a target nucleotide sequence 
(2) specific of an organism or part of it by detecting, 
quantifying and/or recording a signal resulting from a 
hybridization by complementary base pairing between the 
target nucleotide sequence (2) and its corresponding capture 
nucleotide sequence (3), wherein said capture nucleotide 
sequence (3) being bound to the insoluble solid support (4) 
at a determined location according to an array, said array 
having a density of at least 4 different bound single 
stranded capture nucleotide sequences/cm2 of solid support 
surface and wherein the binding between the target 
nucleotide sequence and its corresponding capture nucleotide 
sequence forms (will result in) said signal at determined 
location, the detection of a single signal allowing a 
discrimination and identification of the target nucleotide 
sequence specific of an organism or part of it from 
homologous nucleotide sequences wherein the original 
sequence to be identified and/or quantified in the sample 
belongs to the MAGE gene family. 



3. Claims: 1-16, 24-28 (all partially). 19,31 (completely) 

Diagnostic kit and method for the identification and/or 
quantification of a biological (micro) organism or part of 
it (possibly present in a biological sample) by a detection 
of its nucleotide sequence among at least 4 other homologous 
sequences and comprising the steps of : 
-possibly extracting original nucleotide sequences (1) from 
the (micro) organism ; 

-amplifying or copying with a unique pair of primer (s), at 
least part of original nucleotide sequences (1) into target 
nucleotide sequences (2) to be detected ; 
-possibly labelling said target nucleotide sequences (2) ; 
-putting into contact the labelled target nucleotide 
sequences (2) with single stranded capture nucleotide 
sequences (3) bound by a single predetermined link to an 
insoluble solid support (4), preferably a non porous solid 
support, 

-discriminating the binding of a target nucleotide sequence 
(2) specific of an organism or part of it by detecting, 
quantifying and/or recording a signal resulting from a 
hybridization by complementary base pairing between the 
target nucleotide sequence (2) and its corresponding capture 
nucleotide sequence (3), wherein said capture nucleotide 
sequence (3) being bound to the insoluble solid support (4) 
at a determined location according to an array, said array 
having a density of at least 4 different bound single 
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Stranded capture nucleotide sequences/cmZ of solid support 
surface and wherein the binding between the target 
nucleotide sequence and its corresponding capture nucleotide 
sequence forms (will result in) said signal at determined 
location, the detection of a single signal allowing a 
discrimination and identification of the target nucleotide 
sequence specific of an organism or part of it from 
homologous nucleotide sequences wherein the original 
sequence to be identified and/or quantified in the sample 
belongs to the HLA-A genes family. 



4. Claims: 1-15, 24-28,32 (all partially), 20,33 (completely) 

Diagnostic kit and method for the identification and/or 
quantification of a biological (micro) organism or part of 
it (possibly present in a biological sample) by a detection 
of its nucleotide sequence among at least 4 other homologous 
sequences and comprising the steps of : 
-possibly extracting original nucleotide sequences (1) from 
the (micro) organism ; 

-amplifying or copying with a unique pair of primer (s), at 
least part of original nucleotide sequences (1) into target 
nucleotide sequences (2) to be detected ; 
-possibly labelling said target nucleotide sequences (2) ; 
-putting into contact the labelled target nucleotide 
sequences f2l with single stranded capture nucleotide 
sequences (3) bound by a single predetenni ned link to an 
insoluble solid support (4), preferably a non porous solid 
support, ^ 

-discriminating the binding of a target nucleotide sequence 
(2) specific of an organism or part of it by detecting, 
quantifying and/or recording a signal resulting from a 
hybridization by complementary base pairing between the 
target nucleotide sequence (2) and its corresponding capture 
nucleotide sequence (3), wherein said capture nucleotide 
sequence (3) being bound to the insoluble solid support (4) 
at a determined location according to an array, said array 
having a density of at least 4 different bound single 
stranded capture nucleotide sequences/cm2 of solid support 
surface and wherein the binding between the target 
nucleotide sequence and its corresponding capture nucleotide 
sequence forms (will result in) said signal at determined 
location, the detection of a single signal allowing a 
discrimination and identification of the target nucleotide 
sequence specific of an organism or part of it from 
homologous nucleotide sequences wherein the original 
sequence to be identified and/or quantified in the sample 
belongs to the dopamine receptors coupled to the protein G 
genes family. 



5. Claims: 1-16, 24-28 (all partially), 21 (completely) 

Diagnostic kit and method for the identification and/or 
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quantification of a biological (micro) organism or part of 
it (possibly present in a biological sample) by a detection 
of its nucleotide sequence among at least 4 other homologous 
sequences and comprising the steps of : 
-possibly extracting original nucleotide sequences (1) from 
the (micro) organism ; 

-amplifying or copying with a unique pair of primer (s), at 
least part of original nucleotide sequences (1) into target 
nucleotide sequences (2) to be detected ; 
-possibly labelling said target nucleotide sequences (2) ; 
-putting into contact the labelled target nucleotide 
sequences- (2) with single stranded capture nucleotide 
sequences (3) bound by a single predetermined link to an 
insoluble solid support (4), preferably a non porous solid 
support, 

-discriminating the binding of a target nucleotide sequence 
(2) specific of an organism or part of it by detecting, 
quantifying and/or recording a signal resulting from a 
hybridization by complementary base pairing between the 
target nucleotide sequence (2) and its corresponding capture 
nucleotide sequence (3), wherein said capture nucleotide 
sequence (3) being bound to the insoluble solid support (4) 
at a determined location according to an array > said array 
having a density of at least 4 different bound single 
stranded capture nucleotide sequences/cm2 of solid support 
surface and wherein the binding between the target 
nucleotide sequence and its corresponding capture nucleotide 
sequence forms (will result in) said signal at determined 
location, the detection of a single signal allowing a 
discrimination and identification of the target nucleotide 
sequence specific of an organism or part of it from 
homologous nucleotide sequences wherein the original 
sequence to be identified and/or quantified in the sample 
belongs to the choline receptors coupled to the protein G 
genes family. 



6. Claims: 1-16. 24-28,32 (all partially) ,22,35 (completely) 

Diagnostic kit and method for the identification and/or 
quantification of a biological (micro) organism or part of 
it (possibly present in a biological sample) by a detection 
of its nucleotide sequence among at least 4 other homologous 
sequences and comprising the steps of ; 
-possibly extracting original nucleotide sequences (1) from 
the (micro) organism ; 

-amplifying or copying with a unique pair of primer(s), at 
least part of original nucleotide sequences (1) into target 
nucleotide sequences (2) to be detected ; 
-possibly labelling said target nucleotide sequences (2) ; 
-putting into contact the labelled target nucleotide 
sequences (2) with single stranded capture nucleotide 
sequences (3) bound by a single predetermined link to an 
insoluble solid support (4), preferably a non porous solid 
support. 
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-discnminating the binding of a target nucleotide sequence 
(2) specific of an organism or part of it by detecting, 
quantifying and/or recording a signal resulting from a 
hybridization by complementary base pairing between the 
target nucleotide seguence (2) and its corresponding capture 
nucleotide sequence (3)» wherein said capture nucleotide 
sequence (3) being bound to the insoluble solid support (4) 
at a determined location according to an array, said array 
having a density of at least 4 different bound single 
stranded capture nucleotide sequences/cm2 of solid support 
surface and wherein the binding between the target 
nucleotide sequence and its corresponding capture nucleotide 
sequence forms (will result in) said signal at determined 
location^ the detection of a single signal allowing a 
discrimination and identification of the target nucleotide 
sequence specific of an organism or part of it from 
homologous nucleotide sequences wherein the original 
sequence to be identified and/or quantified in the sample 
belongs to the histamine receptors coupled to the protein G 
genes family. 



7. Claims: 1-16, 24-28 (all partially). 23.37 (completely) 

Diagnostic kit and method for the identification and/or 
quantification of a biological (micro) organism or part of 
it (possibly present in a biological sample) by a detection 
of Its nucleotide sequence among at least 4 other homologous 
sequences and comprising the steps of : 
-possibly extracting original nucleotide sequences (1) from 
the (micro) organism ; 

-amplifying or copying with a unique pair of primer(s), at 
least part of original nucleotide sequences (1) into target 
nucleotide sequences (2) to be detected ; 
-possibly labelling said target nucleotide sequences (2) ; 
-putting into contact the labelled target nucleotide 
sequences (2) with single stranded capture nucleotide 
sequences (3) bound by a single predetermined link to an 
insoluble solid support (4), preferably a non porous solid 
support. 

-discriminating the binding of a target nucleotide sequence 
(2) specific of an organism or part of it by detecting, 
quantifying and/or recording a signal resulting from a 
hybridization by complementary base pairing between the 
target nucleotide sequence (2) and its corresponding capture 
nucleotide sequence (3), wherein said capture nucleotide 
sequence (3) being bound to the insoluble solid support (4) 
at a determined location according to an array, said array 
having a density of at least 4 different bound single 
stranded capture nucleotide sequences/cm2 of solid support 
surface and wherein the binding between the target 
nucleotide sequence and its corresponding capture nucleotide 
sequence forms (will result in) said signal at determined 
location, the detection of a single signal allowing a 
discrimination and identification of the target nucleotide 
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sequence specific of an organism or part of it from 
homologous nucleotide sequences wherein the original 
sequence to be identified and/or quantified in the sample 
belongs to the cytochrome P450 forms family. 



8. Claims: 24-25,27^28,32 (all partially), 34 (completely) 

Diagnostic kit for performing a method for identification 
and/or quantification of a biological (micro) organism or 
part of it (possibly present in a biological sample) by a 
detection of its nucleotide sequence among at least 4 other 
homologous sequences and comprising the steps of : 
-possibly extracting original nucleotide sequences (1) from 
the (micro) organism ; 

-amplifying or copying with a unique pair of primer(s), at 
least part of original nucleotide sequences (1) into target 
nucleotide sequences (2) to be detected ; 
-possibly labelling said target nucleotide sequences (2) ; 
-putting into contact the labelled target nucleotide 
sequences (2) with single stranded capture nucleotide 
sequences (3) bound by a single predetermined link to an 
insoluble solid support (4), preferably a non porous solid 
support, 

-discriminating the binding of a target nucleotide sequence 
(2) specific of an organism or part of it by detecting, 
quantifying and/or recording a signal resulting from a 
hybridization by complementary base pairing between the 
target nucleotide sequence (2) and its corresponding capture 
nucleotide sequence (3), wherein said capture nucleotide 
sequence (3) being bound to the insoluble solid support (4) 
at a determined location according to an array, said array 
having a density of at least 4 different bound single 
stranded capture nucleotide sequences/cm2 of solid support 
surface and wherein the binding between the target 
nucleotide sequence and its corresponding capture nucleotide 
sequence forms (will result in) said signal at determined 
location, the detection of a single signal allowing a 
discrimination and identification of the target nucleotide 
sequence specific of an organism or part of it from 
homologous nucleotide sequences wherein the original 
sequence to be identified and/or quantified in the sample 
belongs to the serotonine receptors coupled to the protein G 
genes family. 



9. Claims: 24-28 (all partially), 36 (completely) 

Diagnostic kit for performing a method for identification 
and/or quantification of a biological (micro) organism or 
part of it (possibly present in a biological sample) by a 
detection of its nucleotide sequence among at least 4 other 
homologous sequences and comprising the steps of : 
-possibly extracting original nucleotide sequences (1) from 
the (micro) organism ; 
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-amplifying or copying with a unique pair of prinier(s) , at 
least part of original nucleotide sequences (1) into target 
nucleotide sequences (2) to be detected ; 
-possibly labelling said target nucleotide sequences (2) • 
-putting into contact the labelled target nucleotide 
sequences f2l with single stranded capture nucleotide 
sequences (3) bound by a single predetermined link to an 
insoluble solid support (4), preferably a non porous solid 
support, 

-discriminating the binding of a target nucleotide sequence 
(2) specific of an organism or part of it by detecting » 
quantifying and/or recording a signal resulting from a 
hybridization by complementary base pairing between the 
target nucleotide seguence (2) and its corresponding capture 
nucleotide sequence (3), wherein said capture nucleotide 
sequence (3) being bound to the insoluble solid support (4) 
at a determined location according to an array, said array 
having a density of at least 4 different bound single 
stranded capture nucleotide sequences/cm2 of solid support 
surface and wherein the binding between the target 
nucleotide sequence and its corresponding capture nucleotide 
sequence forms (will result in) said signal at determined 
location, the detection of a single signal allowing a 
discrimination and identification of the target nucleotide 
sequence specific of an organism or part of it from 
homologous nucleotide sequences wherein the sequence to be 
identified and/or quantified in the sample are gene 
sequences of GMO plants. 
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